Halobacterium jilantaiense sp. nov., a halophilic archaeon isolated from a saline lake in Inner Mongolia, China 
T consisted of phosphatidylglycerol, methylated phosphatidylglycerol phosphate, phosphatidylglycerol sulfate, triglycosyl diether, sulfated triglycosyl diether and sulfated tetraglycosyl diether. It was concluded that strain NG4
T represents a novel species of the genus Halobacterium, for which the name Halobacterium jilantaiense sp. nov. is proposed. The type strain is NG4 T (=CGMCC 1.5337
Members of the genus Halobacterium (Grant, 2001 ) are obligately aerobic and heterotrophic and live in highly saline environments such as salt lakes and salterns. Several former members of the genus Halobacterium have been excluded from the genus, based on distant relationships as determined by phylogenetic analysis (McGenity & Grant, 1995) . Currently, the genus Halobacterium contains two recognized species: Halobacterium salinarum (Ventosa & Oren, 1996; Grant, 2001) and Halobacterium noricense (Gruber et al., 2004) .
Strain NG4
T was isolated from the salt lake of Jilantai (105 u 429 E 39 u 459 N) in Inner Mongolia, China, by enrichment and subsequent plating on agar medium containing the following ingredients (g l Phenotypic tests were performed according to the proposed minimal standards for the description of new taxa in the order Halobacteriales (Oren et al., 1997) . Cell motility and morphology were examined by phase-contrast and transmission electron microscopy of exponentially growing liquid cultures. Gram staining was carried out as described by Dussault (1955) . Colony morphology was observed by growth on agar medium after incubation at 40 uC for 7 days. Anaerobic growth was tested in the presence of 5 g potassium nitrate l
21
, L-arginine and DMSO in filled, stoppered tubes. Tests for catalase and oxidase activity and hydrolysis of starch and of Tweens 20, 40, 60 and 80 were performed as described previously (Gonzalez et al., 1978) . Nitrate reduction, H 2 S formation, indole formation and the utilization of sugars, alcohols, amino acids and organic acids were examined as described by Oren et al. (1997) . Phospholipids and glycolipids were separated by thin layer chromatography on silica gel plates (10610 cm) and were analysed according to the method of Xin et al. (2001) .
DNA base composition was determined by thermal denaturation (T m ) (Marmur & Doty, 1962) . The 16S rRNA gene was amplified by PCR using the halophilic archaea-specific primers 59-TTCCGGTTGATCCTGCC-39
The GenBank/EMBL/DDBJ accession number for the 16S rRNA gene sequence of strain NG4
T is DQ256409.
A two-dimensional thin-layer chromatograph of polar lipids extracted from strain NG4 T is available as supplementary material in IJSEM Online.
and 59-AAGGAGGTGATCCAGCC-39. The PCR product was sequenced using an ABI BigDye 3.1 sequencing kit (Applied Biosystems) and an automated DNA sequencer (model ABI 3730; Applied Biosystems). DNA-DNA hybridization of strain NG4
T to the type strains of Hbt. salinarum and Hbt. noricense was performed using the method of De Ley et al. (1970) , as modified by Huß et al. (1983) . A phylogenetic tree ( Fig. 1) Based on these results, it was concluded that strain NG4 T represents a novel species of the genus Halobacterium, for which the name Halobacterium jilantaiense sp. nov is proposed. 
